. Analysis of sex-specific inflammatory cytokine expression in WT and p38-cKO K male (WT males: n = 11, cKO males: n = 7) and female (WT females: n = 9; cKO females: n = 10) mouse skin subjected to a short-term DMBA/TPA regimen as detailed in the Materials and Methods. Total skin lysates were isolated from full-thickness dorsal skin 2 h after the final TPA treatment, and levels of protein expression of the indicated cytokines were analyzed using ELISA. Results are shown as mean ± SE. ns, not significant; M, males; F, females.
Supplementary Table S1
Tumor latency (time to first tumor) did not differ significantly between the WT and p38-cKO K genotypes.
We used one-sided log-rank tests to compare tumor latency between genotypes.
WT p38δ-cKO

K
Number of animals 19 21
Median time to tumor (weeks) 22 23
95% confidence interval for median 18, 25 18, 25
Mean time to tumor ± s.e. 22.8 ± 1.6 23.4 ± 1.5
Number of tumor-free animals at the end of study (%) 1 2
Log-rank p-values
WT vs.
0.3520
Supplementary Tables S2
Tumor volume comparisons between WT and p38-cKO K genotypes.
(In the analyses below, the tumor was treated as the unit of analysis.)
a) The ratios of mean individual tumor volumes in female mice were compared between the WT and p38-cKO K genotypes at the indicated week after detection during TPA promotion stage; ns, not significant. 
Supplementary Table S5
The expression of the genes linked to the Myeloid Leukocyte Activation gene category was significantly downregulated by p38δ ablation in v-ras Ha transformed keratinocytes [1] .
The following genes were downregulated:
Gene Symbol 
